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Fig. 5. Schematic 2D diagram of intermolecular interactions of compound 1 (a) and compound 3 (b) with the allosteric site of S. cerevisiae α-glucosidase. Key amino acids are shown. Interactions are indicated with dashed lines (purple for hydrophobic contacts, green for H-bonds, orange for charge attraction).

image1.png
LyS
Az418
PRO
. ILE
P A:415
ILE
A:149
N— —Q

Interactions

B salt Bridge [ Alkyl
I conventional Hydrogen Bond [] pi-alkyl
[] carbon Hydrogen Bond





image2.png
Interactions
I Attractive Charge

I conventional Hydrogen Bond

PRO
A:150
0
N
-0
PHE 4 |
A:172 /I,f’ '

[ Alkyl
[ pi-Alkyl




